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linico-epidemiologic and molecular characterization of van-
omycin resistant Enterococci (VRE) isolated from patients with
nd stage renal disease in south India
. Tellis ∗
yenepoya medical college, Mangalore, karnataka, India
Background: Patients with end stage renal disease (ESRD) are
t an increased risk of colonization and infections with multidrug
esistant (MDR) Enterococci due to frequent hospitalizations and
ntibiotic exposures. Colonisation and infections caused byVRE are
formidable clinical challenge. As there is no published data on
he prevalence of MDR Enterococci in this group of patients this
rospective study was planned with an aim to speciate enterococci
solated from patients with ESRD determine their antibiogram and
irulence factors.
Methods: 50 isolates of enterococciobtained from pus, urine,
lood and body ﬂuids of patients with ESRD were studied. Two
ectal swabs per patient were collected to screen for gastrointesti-
al VRE colonization. Collection and processing of samples was
one according to standard procedures. Antibiotic susceptibility
esting by Kirby Bauer and E-test methods were done accord-
ng to CLSI guidelines. Phenotypically VRE were characterized as
anA, VanB and VanC based on vancomycin MIC values. Presence
f vanA and vanB genes was identiﬁed using uniplex PCR. Produc-
ion of virulence factors such as haemolysin, gelatinase, bioﬁlmand
-lactamase were determined using standard methods.
Results: Enterococci were isolated from the following spec-
mens: urine 64%, blood 18%, peritoneal ﬂuid 12% and wound
wabs 6%. 27/50 (55.5%) were E. faecalis, 42% (21) E. faecium,
(2%) E. durans and 1(2%) was E. gallinarum. Antibiogram revealed
8% resistance to penicillin, high level 120g gentamicin (72%),
etracycline (44%), ciproﬂoxacin (68%), vancomycin (24%) and
eicoplanin (26%). E-test identiﬁed 12 VRE isolates. [E. faecium - 7
33.33%) and E. faecalis - 5 (17.85%)]. Of these nine were VanA phe-
otype, two VanB and 1 of VanD phenotype. Uniplex PCR revealed
resence of vanA and vanB genes in the corresponding pheno-
ypes. 22(44%) isolates produced haemolysin, 16(32%) gelatinase,
9(38%) -lactamase and 12(24%) were bioﬁlm producers. Rectal
wabs from 10(83.3%) of patients with VRE infections revealed
astrointestinal colonization.fectious Diseases 16S (2012) e317–e473 e433
Uniplex PCR for detection of vanA and vanB genes
Conclusion: This study reveals that infections caused by MDR
enterococci with multiple virulence factors can be a signiﬁcant
clinical problem in patients with ESRD. Gastrointestinal tract
colonisation is an important risk factor predisposing to VRE infec-
tions. Accurate identiﬁcation and antibiotic susceptibility testing is
essential for appropriate treatment of these patients.
http://dx.doi.org/10.1016/j.ijid.2012.05.608
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Determination of colistin resistance mechanism of Acinetobac-
ter baumannii isolated in Siriraj Hospital, Thailand
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Tribuddharat1, I. Thaipisuttikul1
1 Faculty of Medicine Siriraj Hospital, Mahidol University, Bangkok,
Thailand
2 University of Maryland School of Dentistry, Baltimore, MD, USA
Background:Acinetobacter baumannii infectionhasbecomeone
of the most serious public health concerns due to its extensive
resistances to all classes of antibiotics. Colistin was brought back
to battle against these multi-drug resistant A. baumannii as the
majority of the strains are still susceptible. However, the colistin
resistant strains also gradually emerge. Colistin exerts its action by
binding to the negative-charged phosphate moieties of lipid A, the
endotoxic component of lipopolysaccharides. Colistin resistance in
A. baumannii has been linked to the alteration in lipid A structure,
that is the negative charges are negated thus eliminating the bind-
ing afﬁnity to colistin. However, the exact mechanisms are still
unclear. In Thailand, colistin is being used extensively against MDR
A. baumannii therefore the determination of resistance mechanism
of Thai strains has become crucial.
Methods: Two hundred A. buamannii clinical strains were
collected in Siriraj Hospital during 2011. TheMICs have been deter-
mined in all using microdilution method according to CLSI 2011
